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Consensus MFE structure of nine Aquificales 6S RNAs
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MFE: AG =-125.12
Ensemble: AG =-124.99
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Infernal scores
6S RNA | Score E-Value | 6S RNA | Score | E-Value
AAE 431  3.3%1079% | HVI-2 422 135%107%
HTH 406 1.5%x107° | TAL 36.2 | 1.6%x1079
TRU 45.0 1.1%107% | HBA 56.2 | 1.9% 10~
PMA 48.0 2.5%1079 | SAZ 478 | 2.3%107%
SSP 32.5  1.6x1079
HVI-1# 482  2.6%10"% | DTH# 204 | 7.6%10792
TAM# 14.9 15

#untrusted prediction
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RNAfold

A. aeolicus 6S RNA

MFE: AG = -96.1 kcal/mol
Ensemble: AG =-98.25 kcal/mol
Centroid: AG =-91.7 kcal/mol
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H. thermophilus
6S RNA

MFE: AG = -82.2 kcal/mol

Ensemble: AG =-84.43 kcal/mol

Centroid: AG =-78.8 kcal/mol
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D

Hydrogenivirga sp.
6S RNA candidate #1

MFE: AG = -69.0 kcal/mol
Ensemble: AG =-70.8 kcal/mol
Centroid: AG =-67.7 kcal/mol
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E RNAfold
Hydrogenivirga sp.
6S RNA candidate #2
MFE: AG = -82.9 kcal/mol
Ensemble: AG =-83.22 kcal/mol
Centroid: AG =-78.0 kcal/mol
Centroid
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RNAfold
Hydrogenobaculum sp.
6S RNA
unconstrained: Centroid

MFE: AG = -72.9 kcal/mol
Ensemble: AG =-75.31 kcal/mol
Centroid: AG =-64.7 kcal/mol

constrained:

MFE: AG = -72.9 kcal/mol
Ensemble: AG =-74.4 kcal/mol
Centroid: AG =-71.2 kcal/mol

constrained
to base-pair
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T. albus
6S RNA

unconstrained:

MFE: AG = -86.5 kcal/mol
Ensemble: AG =-89.98 kcal/mol
Centroid: AG =-72.68 kcal/mol

constrained:

MFE: AG = -86.0 kcal/mol
Ensemble: AG =-88.94 kcal/mol
Centroid: AG =-85.0 kcal/mol
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RNAfold
T. ruber
MFE: AG = -85.9 kcal/mol
Ensemble: AG =-88.3 kcal/mol
Centroid: AG =-82.7 kcal/mol
Centroid MFE
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P. marina
6S RNA

MFE: AG = -80.3 kcal/mol
Ensemble: AG =-81.17 kcal/mol
Centroid: AG =-79.6 kcal/mol

Centroid
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RNAfold
S. azorense

6S RNA

MFE: AG = -68.6 kcal/mol

Ensemble: AG =-71.92 kcal/mol
Centroid: AG =-63.1 kcal/mol

Centroid
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Sulfurihydrogenibium
sp.YO3AOP1
6S RNA

MFE: AG = -77.2 kcal/mol
Ensemble: AG =-80.79 kcal/mol
Centroid: AG =-75.8 kcal/mol

Centroid
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