
Provisional ID : ESP_3202_42615
Score total :          2
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :        1.7
Score for randfold :        1.6
Score for cons. seed :           
Total read count :       1216
Mature read count :       1216
Loop read count :          0
Star read count :          0
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ugugucccuucaaggcuguggagaucccggaccagcccccaaaauguaaugcccugguuuggaacuccacgagucaagaaggaaacugacaccgaugcaagcgcaaaaggga -3'5'- exp

.((((((((((..((((((((((.(((.(((((((....((........))..)))))))))).)))))).))))..))))).....)))))...(((....)))....... reads mm sample

.....................agaucccggacGagcccccaaaa.................................................................... 2 1 seq

......................gaucccggacUagccccca....................................................................... 1 1 seq

......................gaucccggacGagcccccaaaa.................................................................... 16 1 seq

......................gaucccggacGagcccccaaaau................................................................... 3 1 seq

.......................aucccggaccagccccc........................................................................ 3 0 seq

.......................aucccggacUagccccc........................................................................ 2 1 seq

.......................aucccggaccagccccca....................................................................... 102 0 seq

.......................aucccggaccagAcccca....................................................................... 1 1 seq

.......................aucccggacUagccccca....................................................................... 43 1 seq

.......................aucccggaccagcGccca....................................................................... 1 1 seq

.......................aucccggacGagcccccaaaa.................................................................... 370 1 seq

.......................aucccggacGagcccccaaaau................................................................... 54 1 seq

.......................aucccggacGagcccccaaaaugu................................................................. 1 1 seq

........................ucccggaccagccccca....................................................................... 16 0 seq

........................ucccggacUagccccca....................................................................... 6 1 seq

........................ucccggacGagcccccaaaa.................................................................... 496 1 seq

........................ucccggacGagcccccaaaau................................................................... 75 1 seq

........................ucccggacGagcccccaaaaug.................................................................. 2 1 seq

.........................cccggacGagcccccaaaa.................................................................... 8 1 seq

.........................cccggacGagcccccaaaau................................................................... 1 1 seq

..........................ccggacGagcccccaaaa.................................................................... 7 1 seq

...........................cggacGagcccccaaaa.................................................................... 8 1 seq


