
Provisional ID : RAE_1691_18447
Score total :       64.2
Score for star read(s) :        3.9
Score for read counts :       56.7
Score for mfe :        1.9
Score for randfold :        1.6
Score for cons. seed :           
Total read count :        123
Mature read count :        115
Loop read count :          0
Star read count :          8
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aaacgagauuggaaaagauuucuuugggcgggggucaagagcaauaacgaaaaauguuugucauaaaccguuuuucauuauugcuccugaccuccucucauuugcuauuucg -3'5'- obs

aaacgagauuggaaaagauuucuuugggcgggggucaagagcaauaacgaaaaauguuugucauaaaccguuuuucauuauugcuccugaccuccucucauuugcuauuucg exp

...((((((.(.(((.........((((.((((((((.(((((((((.((((((((.((......)).)))))))).))))))))).)))))))).))))))).).)))))) reads mm sample

..................................ucaagagcaauaacgaaaaau......................................................... 1 0 seq

..................................ucaagagcaauCacgaaaaaug........................................................ 1 1 seq

..................................ucaagagcaauaacgaaaaaug........................................................ 5 0 seq

..................................ucaagagcaauaacgCaaaaug........................................................ 1 1 seq

.....................................................................guuuuucauuauugcuccugac..................... 2 0 seq

.....................................................................guuuuucauuauugcuccugacc.................... 19 0 seq

.....................................................................guuuuucauuauugcuccugacU.................... 2 1 seq

.....................................................................guuuuucauuauugcuccugaccu................... 3 0 seq

......................................................................uuuuucauuauugcuccuga...................... 1 0 seq

......................................................................uuuuucauuauugcuccugaU..................... 1 1 seq

......................................................................uuuuucauuauugcuccugac..................... 1 0 seq

......................................................................uuuuucauuauugcuccugacU.................... 3 1 seq

......................................................................uuuuucauuauugcuccugacc.................... 77 0 seq

......................................................................uuuuucauuauugcuccugaccu................... 2 0 seq

......................................................................uuuuucauuauugcuccugaccG................... 1 1 seq

......................................................................uuuuucauuauugcuccugaccC................... 1 1 seq

.......................................................................uuuucauuauugcuccugaccu................... 1 0 seq

........................................................................uuucauuauugcuccugacc.................... 1 0 seq


