1 EREG

Epiregulin is a member of the epidermal growth factor family. Epiregulin can function as a ligand of
EGFR (epidermal growth factor receptor), as well as a ligand of most members of the ERBB (v-erb-b2
oncogene homolog) family of tyrosine-kinase receptors.

Small upregulation in Ebola infected cells after 23 h in human. Also expression in bat but in nonover-
lapping region with blat.
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Figure 1: IGV Genome Browser screenshot of gene EREG.
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Figure 2: Sashimi plot of gene EREG.



Scale
o 752300001 752350001 75240000 |

75245000 | " 75.250.0001 75255000 |
1919_ebola_segemeh-HUH-Mock.ah_ai
nats_marvurg_segoment HUH Mock an_al
hg19.ebola tophat-HUH-Mock3h._al
| hg19_marburg_tophat HUH-Mock-3h_all
! h915_ebola segamenlHUH-EBOV-3n_al
2 ! 119_ebals_tophat HUH-EBOV-3h_al
L | 919_063 topna Lo
1g19_marbuig.segemehHU-MARY-h_all
h919_marourg tophat HUHMARV-3h_all
119_ebola_segemeh-HUH-Mock7h_al i
1g19_merburg_segemehHUH-Mok-7h_all i
hg19_ebola tophat HUH-Mock.7h._all
hgts_marburg_tophat HUF Mook 7h_all T

nsembl Gene Predictions - archive Ensemb 75 - feb2014
ENSTO0000244865 Ersembi Gene Predich Endomb) 75 et
ENST00000507603

ENSTO0000503689 Mo
hg19_ebola_segemehl.HUH-EBOV-7n_all

4 + T H — Y
oS Gares
. |
1 71, g HOH VARV ot
Retroposed Genes VS, \nc\umm?seudﬂqenzs T
eESTIRR | ! I
1 Publications: uences In Scientific Articles nh T
- oo
1 s g KONk <1 il
S ——
T o e ok 511 -
o o1 Tt v San Sl
‘Soliced ESTs —— — — S
T abn et o 2,8 i
a1 matrs g A ok 23 i
oNse Custrs — — - ON o Gt g oo mes o EROGE (V) -
i h IP-sea (161 Factor
R— ———— e — i G o il
o [ 100 vertebrates Basewise Conservation by PhyloP
7810 e RO ARY 2l T
hg19_marburg_tophat-HUH-MARV-23h_all 1 r [ B -_l_
UCSC G (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Ggnomics) L I B T

Basic

Vertelates conseryaton by PhasiCons
pefyavon by Py L

Rhosus|
Mogse,

eating Elements by Reeathfasker
SINE - - L] L Y

i - ,
NA
oo ST " - 1 | [ Ly
ow Complatt
Shieity
‘ANA
Gther
Unknown

Figure 3: UCSC Genome Browser screenshot of gene EREG.
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