
1 SYPL2

SYPL2 encodes for the synaptophysin-like 2 protein. Involved in communication between the T-tubular

and junctional sarcoplasmic reticulum membranes.

It is not expressed in human and shows very weak expression in bat under all investigated conditions.
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Figure 1: IGV Genome Browser screenshot of gene SYPL2.
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Figure 2: UCSC Genome Browser screenshot of gene SYPL2.
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