
1 PLA2G4C

This gene encodes a protein which is a member of the phospholipase A2 enzyme family which hydrolyzes

glycerophospholipids to produce free fatty acids and lysophospholipids, both of which serve as precursors

in the production of signaling molecules. The encoded protein has been shown to be a calcium-independent

and membrane bound enzyme.

The gene shows very small expression in Marburg infected human cells 23 h after infection, and small

expression in Ebola infected human cells 23 h after infection.
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Figure 1: IGV Genome Browser screenshot of gene PLA2G4C.

Figure 2: Sashimi plot of gene PLA2G4C.
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Figure 3: UCSC Genome Browser screenshot of gene PLA2G4C.
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