1 ZG16

Homo sapiens zymogen granule protein 16 (ZG16), mRNA.
The gene expression is very low.
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Figure 1:

NM_152338.3

IGV Genome Browser screenshot of gene ZG16.



Scale
chil6 29789500 |
i

HUH Mock 7n_all

HUH Mock 7n_all

HUH Mock 3n_all

HUH Mock 3n_all

HUH Mock 23n_all

HUH Mock 23n_al

HUH-EBOV-7h_al

HUH-MARV-7h_all

HUH-EBOV-3h_al

HUH-MARV-3h_all

HUH-EBOV-23h_all

HUH-MARV-230_all

29790000 | 207905001 207910001 207915001 207920001 297925001

hg19_ebola_segemeht HUF Mock 7h _all

. Wk,

1hg15_marbirgsegement HUH-Mock.7t

. Wk,

1hg19_0b0ia_segement HUF-Mock-3h._al

ngts
207930001 207935001 207940001 207945001 207950001

hg15_marburg_segemefi-HUF-Mock-3h._ al

i
B T P
A

1g19_e00la_segemeh-FUH-Mock 23h-_ al

J_uhh e m m_ m

Thg19_marburg_segemehi HUF-Mock 23 _all

A .

118, gbola segemen HUR-EBOV-7h_all

4 j_ Y

919 marburg_segemehl-HUF-MARV-7h_all

. m m_-m 4.“. . " Y T
Pt Do segs o R OV et ‘_L

- 'hg19_marburg_segemehl-HUH-MARV-3h_all I — -

_ — M M M‘_h 1 om
Dot st R EEOV 8 I
nwsmumurvswzmzhHuHMAszani

BLAT contigs

e m m_ m

)

—
—
—
origa7 155 R
Shiigd 735 — —
G500 ———
oniia13039 1 I— — —
o N
o ucSC. GenBank, CCDS, Rfam, tRNAs &
- - — —
ReiSeg Genee
SNPs n Publoations.
Human ES1s That Have Ban Splced
Solco EST

Layered Hake7AC

'HGK27Ac Mark (Often Found Near Active Regulatory Elements) on 7 cel nes from ENCODE

DNase! Fyper n ENCODE (V3) -
DNase Clusters . v —
Tan Factor ChiP, sea —— E——
100 vertobrates Basewise Conservation by PhyloP. R
nosus A L patee
ogss =
ol T —————— 7]
iephar SP——"—
Cifekan
X yropicals A AN A b it
Akl
el Nuceotdo Poymerptms (dbSNP 141) Found n = 1% of Samples
15235660 rs1123125471 162956611 rs235634) rs205633" o 9238481 152066431 151422392081 151138310091 rs1o8674651 15129218531
03/ Tesses0! Fsigs527) rs235637 rs184553564 re235641 5766900411 Ts144115301
asdsal’ re140783351 16129355481 rstdsai0sa | 15139375925 52356421
76335635 16620349541
Fe2356351
Repeating Elements by Repeathasker
SiE m— — peaing o fep — —
INE
[
ONA
Lo STEE
Teiny
Ciner
Unkaown

Figure 2: UCSC Genome Browser screenshot of gene ZG16.
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