
1 AKR1B15

This gene has oxidoreductase activity as related GO term. It is highly similar to the neighboring gene

AKR1B10, which makes it highly improbable that the expression found on selected exons is a bona fide

expression of this gene. More likely, the gene is not expressed and we see misalignments at one alignment

with above 99% identity.
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Figure 1: Sashimi plot of gene AKR1B15.
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