1 ALPK3

Kinase that recognizes phosphorylation sites in which the surrounding peptides have an alpha-helical
conformation. Plays a role in cardiomyocyte differentiation.
This gene is highly expressed in both infected human samples after 23 h.
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Figure 2: Sashimi plot of gene

Figure 3: UCSC Genome Browser screens

ALPK3.

hot of gene ALPK3.
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