1 PSAPL1

The prosaposin-like 1 (gene/pseudogene) (PSAPL1) is located in an intron of the sortilin-related VPS10
domain containing receptor 2 (SORCS2) gene.
The PSAPL1 is not expressed in the investigated cell lines.
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Figure 1: IGV Genome Browser screenshot of gene PSAPLI.
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Figure 2: UCSC Genome Browser screenshot of gene PSAPLI.
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