
1 C15orf43

Homo sapiens chromosome 15 open reading frame 43.

Gene has no expression in Ebola infected cells after 23 h, but is stably expressed in the remaining

human data. No homolog was found in bat.
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Figure 1: IGV Genome Browser screenshot of gene C15orf43.

45247404 45255660 45263917 45272173

[0 - 14] HUH7-MARV-23h.tophat.sorted.bam

2

4

1

7

1

5

2

3

[0 - 20] HUH7-MARV-7h.tophat.sorted.bam

5

9

1

13

1

3

14

8

[0 - 19] HUH7-MARV-3h.tophat.sorted.bam1

3

1

8

1

16

15

[0 - 16] HUH7-EBOV-23h.tophat.sorted.bam

2

1

[0 - 21] HUH7-EBOV-7h.tophat.sorted.bam

1

8

1

16

1

1

2

8

15

[0 - 19] HUH7-EBOV-3h.tophat.sorted.bam

3

4

13

12

2

2

[0 - 21] HUH7-Mock-23h.tophat.sorted.bam

4

6

16

9

1

14

[0 - 13] HUH7-Mock-7h.tophat.sorted.bam

1

4

5

1

[0 - 20] HUH7-Mock-3h.tophat.sorted.bam

1

10

8

5

Figure 2: Sashimi plot of gene C15orf43.
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