
1 NRG1

31,600 kb 31,800 kb 32,000 kb 32,200 kb 32,400 kb 32,600 kb

1,129 kb

chr8

HUH7-Mock-3h.tophat.sorted.bam C

overage

HUH7-Mock-3h.tophat.sorted.bam

[0 - 20]

HUH7-Mock-7h.tophat.sorted.bam C

overage

HUH7-Mock-7h.tophat.sorted.bam

[0 - 14]

HUH7-Mock-23h.tophat.sorted.bam 

Coverage

HUH7-Mock-23h.tophat.sorted.bam

[0 - 18]

HUH7-EBOV-3h.tophat.sorted.bam C

overage

HUH7-EBOV-3h.tophat.sorted.bam

[0 - 19]

HUH7-EBOV-7h.tophat.sorted.bam C

overage

HUH7-EBOV-7h.tophat.sorted.bam

[0 - 18]

HUH7-EBOV-23h.tophat.sorted.bam 

Coverage

HUH7-EBOV-23h.tophat.sorted.bam

[0 - 47]

HUH7-MARV-3h.tophat.sorted.bam C

overage

HUH7-MARV-3h.tophat.sorted.bam

[0 - 18]

HUH7-MARV-7h.tophat.sorted.bam C

overage

HUH7-MARV-7h.tophat.sorted.bam

[0 - 16]

HUH7-MARV-23h.tophat.sorted.bam 

Coverage

HUH7-MARV-23h.tophat.sorted.bam

[0 - 33]

hg19.apg.00224.gff

hsa.blast.hg19.apg.00224.filtered.gff

NM_001160001.1 NM_013960.3 NRG1

Figure 1: IGV Genome Browser screenshot of gene NRG1.

1



Scale
chr8:

RefSeq Genes

Sequences
SNPs

Human mRNAs

Spliced ESTs

DNase Clusters

Txn Factor ChIP

Rhesus
Mouse

Dog
Elephant
Chicken

X_tropicalis
Zebrafish
Lamprey

Common SNPs(141)

RepeatMasker

500 kb hg19
31,550,000 31,600,000 31,650,000 31,700,000 31,750,000 31,800,000 31,850,000 31,900,000 31,950,000 32,000,000 32,050,000 32,100,000 32,150,000 32,200,000 32,250,000 32,300,000 32,350,000 32,400,000 32,450,000 32,500,000 32,550,000 32,600,000

hg19_ebola_segemehl-HUH-Mock-3h__all

hg19_ebola_tophat-HUH-Mock-3h__all

hg19_ebola_segemehl-HUH-Mock-7h__all

hg19_ebola_tophat-HUH-Mock-7h__all

hg19_ebola_segemehl-HUH-Mock-23h__all

hg19_ebola_tophat-HUH-Mock-23h__all

hg19_ebola_segemehl-HUH-EBOV-3h__all

hg19_ebola_tophat-HUH-EBOV-3h__all

hg19_ebola_segemehl-HUH-EBOV-7h__all

hg19_ebola_tophat-HUH-EBOV-7h__all

hg19_ebola_segemehl-HUH-EBOV-23h__all

hg19_ebola_tophat-HUH-EBOV-23h__all

hg19_marburg_segemehl-HUH-MARV-3h__all

hg19_marburg_tophat-HUH-MARV-3h__all

hg19_marburg_segemehl-HUH-MARV-7h__all

hg19_marburg_tophat-HUH-MARV-7h__all

hg19_marburg_segemehl-HUH-MARV-23h__all

hg19_marburg_tophat-HUH-MARV-23h__all

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

RefSeq Genes

Publications: Sequences in Scientific Articles

Human mRNAs from GenBank

Human ESTs That Have Been Spliced

H3K27Ac Mark (Often Found Near Active Regulatory Elements) on 7 cell lines from ENCODE

DNaseI Hypersensitivity Clusters in 125 cell types from ENCODE (V3)

Transcription Factor ChIP-seq (161 factors) from ENCODE with Factorbook Motifs

100 vertebrates Basewise Conservation by PhyloP

Multiz Alignments of 100 Vertebrates

Simple Nucleotide Polymorphisms (dbSNP 141) Found in >= 1% of Samples

Repeating Elements by RepeatMasker

BLAT contigs rae

BLAT supercontigs rae

NRG1
NRG1

BC037250 5S_rRNA NRG1-IT3 NRG1
NRG1
NRG1
NRG1
NRG1
NRG1
NRG1
NRG1
NRG1
NRG1
NRG1

NRG1
NRG1
NRG1
NRG1

NRG1
NRG1

NRG1
NRG1

NRG1
NRG1

contig939230
contig97575

contig500345

contig232273 contig331639
contig324847

contig308189
contig251358
contig371839
contig872067

contig799691

contig349454
contig636881

contig49467
contig49468
contig49469
contig73756
contig73757

contig252098
contig252099
contig368696
contig386938
contig428235
contig490602
contig582818
contig691474
contig691475

contig305213
contig138371
contig455512
contig341047
contig253832
contig253833
contig415474
contig105224
contig419657
contig585868
contig261887

contig199137
contig597735

contig299117
contig92810

contig403486
contig335883

contig3783
contig433919
contig433920
contig433921
contig340372
contig340369
contig340371
contig480671
contig480672
contig480669
contig577075
contig386866
contig386867

contig386868
contig907897
contig848722

contig101252
contig970863

contig384599

contig731303
contig635146

contig635145
contig706559

contig847553

contig234966
contig716973

contig227343
contig105694
contig280626
contig280627
contig449123

contig449124

contig728663

contig788806
contig951911
contig740501
contig964447

contig480670
contig927159
contig31928
contig31933

contig413928
contig129260
contig924134

contig308825
contig433923
contig323048
contig324141
contig264337

contig68337

contig138552
contig858293
contig697443

contig479504
contig479505
contig607659

contig31932

supercontig37209
supercontig37210

supercontig37211
supercontig37212
supercontig37213

supercontig37214

supercontig37215
supercontig37216

supercontig37217 supercontig37218
supercontig37219

supercontig37220
supercontig37221

supercontig37222
supercontig37223

Layered H3K27Ac
100 _

0 _

100 Vert. Cons

4.88 _

-4.5 _

0 -

Figure 2: UCSC Genome Browser screenshot of gene NRG1.
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