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Membrane protein. Not transcripts in the region but yes up- down-stream.
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Figure 1: IGV Genome Browser screenshot of gene PRR7.
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Figure 2: Sashimi plot of gene PRR7.

1



Scale
chr5:

RefSeq Genes

Sequences
SNPs

Human mRNAs

Spliced ESTs

DNase Clusters

Txn Factor ChIP

Rhesus
Mouse

Dog
Elephant
Chicken

X_tropicalis
Zebrafish
Lamprey

Common SNPs(141)

RepeatMasker

5 kb hg19
176,872,000 176,873,000 176,874,000 176,875,000 176,876,000 176,877,000 176,878,000 176,879,000 176,880,000 176,881,000 176,882,000 176,883,000 176,884,000 176,885,000

hg19_ebola_segemehl-HUH-Mock-3h__all

hg19_ebola_tophat-HUH-Mock-3h__all

hg19_ebola_segemehl-HUH-Mock-7h__all

hg19_ebola_tophat-HUH-Mock-7h__all

hg19_ebola_segemehl-HUH-Mock-23h__all

hg19_ebola_tophat-HUH-Mock-23h__all

hg19_ebola_segemehl-HUH-EBOV-3h__all

hg19_ebola_tophat-HUH-EBOV-3h__all

hg19_ebola_segemehl-HUH-EBOV-7h__all

hg19_ebola_tophat-HUH-EBOV-7h__all

hg19_ebola_segemehl-HUH-EBOV-23h__all

hg19_ebola_tophat-HUH-EBOV-23h__all

hg19_marburg_segemehl-HUH-MARV-3h__all

hg19_marburg_tophat-HUH-MARV-3h__all

hg19_marburg_segemehl-HUH-MARV-7h__all

hg19_marburg_tophat-HUH-MARV-7h__all

hg19_marburg_segemehl-HUH-MARV-23h__all

hg19_marburg_tophat-HUH-MARV-23h__all

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

RefSeq Genes

Publications: Sequences in Scientific Articles

Human mRNAs from GenBank

Human ESTs That Have Been Spliced

H3K27Ac Mark (Often Found Near Active Regulatory Elements) on 7 cell lines from ENCODE

DNaseI Hypersensitivity Clusters in 125 cell types from ENCODE (V3)

Transcription Factor ChIP-seq (161 factors) from ENCODE with Factorbook Motifs

100 vertebrates Basewise Conservation by PhyloP

Multiz Alignments of 100 Vertebrates

Simple Nucleotide Polymorphisms (dbSNP 141) Found in >= 1% of Samples

Repeating Elements by RepeatMasker

BLAT contigs rae

BLAT supercontigs rae

PRR7-AS1
PRR7-AS1

PRR7
PRR7

PRR7
DBN1

DBN1
DBN1
DBN1

DBN1

contig638968
contig75039

contig253133
contig350976
contig350977

contig493391
contig99070
contig99068
contig99069

contig405912
contig405911
contig20058
contig20059
contig20060
contig20064
contig20065
contig345648

contig510905

contig472043

contig759594

supercontig26291
supercontig26292

Layered H3K27Ac
100 _

0 _

100 Vert. Cons

4.88 _

-4.5 _

0 -

Figure 3: UCSC Genome Browser screenshot of gene PRR7.
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