
1 DAPK3

DAPK3 seem to be upregulated in the human ebola 23h sample. Death-associated protein kinase 3
(DAPK3) induces morphological changes in apoptosis when overexpressed in mammalian cells. These
results suggest that DAPK3 may play a role in the induction of apoptosis.
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Figure 1: IGV Genome Browser screenshot of gene DAPK3.
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Figure 2: UCSC Genome Browser screenshot of gene DAPK3.
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