1 MYH4

This gene encodes for the myosin, heavy chain 4, skeletal muscle protein. Muscle myosin is a hexameric
protein that consists of 2 heavy chain subunits (MHC), 2 alkali light chain subunits (MLC) and 2 regulatory
light chain subunits.

It is constantly expressed in both human and bat under all investigated conditions.
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Figure 1: IGV Genome Browser screenshot of gene MYH4.
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Figure 2: Sashimi plot of gene MYH4.
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Figure 3: UCSC Genome Browser screenshot of gene MYH4.
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