
1 MICAL1

Without defined function.

MICAL1hg19.apg.00800.g�

hsa.blast.hg19.apg.00800.�ltere

d.g�

[0 - 42]
HUH7-MARV-23h.tophat.sorted.bam 

Coverage

HUH7-MARV-23h.tophat.sorted.bam

[0 - 24]
HUH7-MARV-7h.tophat.sorted.bam C

overage

HUH7-MARV-7h.tophat.sorted.bam

[0 - 17]
HUH7-MARV-3h.tophat.sorted.bam C

overage

HUH7-MARV-3h.tophat.sorted.bam

[0 - 52]
HUH7-EBOV-23h.tophat.sorted.bam 

Coverage

HUH7-EBOV-23h.tophat.sorted.bam

[0 - 19]
HUH7-EBOV-7h.tophat.sorted.bam C

overage

HUH7-EBOV-7h.tophat.sorted.bam

[0 - 21]
HUH7-EBOV-3h.tophat.sorted.bam C

overage

HUH7-EBOV-3h.tophat.sorted.bam

[0 - 19]
HUH7-Mock-23h.tophat.sorted.bam

Coverage

HUH7-Mock-23h.tophat.sorted.bam

[0 - 15]
HUH7-Mock-7h.tophat.sorted.bam C

overage

HUH7-Mock-7h.tophat.sorted.bam

[0 - 16]
HUH7-Mock-3h.tophat.sorted.bam C

overage

HUH7-Mock-3h.tophat.sorted.bam

109,762 kb 109,764 kb 109,766 kb 109,768 kb 109,770 kb 109,772 kb 109,774 kb 109,776 kb 109,778 kb

16 kb

chr6

Figure 1: IGV Genome Browser screenshot of gene MICAL1.
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Figure 2: Sashimi plot of gene MICAL1.
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Figure 3: UCSC Genome Browser screenshot of gene MICAL1.
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