
1 MICAL3

Homo sapiens microtubule associated monooxygenase, calponin and LIM domain containing 3 (MICAL3).
We observed an upregulation of MICAL3 in the human cells after 23 h of Ebola infection, whereas the

homologous transcript in bat seems to be equally expressed.
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Figure 3: UCSC Genome Browser screenshot of gene MICAL3.
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