1 PCYOX1

Prenylcysteine is released during the degradation of prenylated proteins. PCYOX1 catalyzes the degrada-
tion of prenylcysteine to yield free cysteines and a hydrophobic isoprenoid product ?.(supplied by OMIM,
Mar 2008)

The gene PCYOX1 is expressed throughout human datasets without significant changes.
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Figure 2: Sashimi plot of gene PCYOX1.
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Figure 3: UCSC Genome Browser screenshot of gene PCYOX1.
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