
1 CPSF6

The protein encoded by this gene is one subunit of a cleavage factor required for 3’ RNA cleavage and

polyadenylation processing. The interaction of the protein with the RNA is one of the earliest steps in

the assembly of the 3’ end processing complex and facilitates the recruitment of other processing factors.

The cleavage factor complex is composed of four polypeptides. This gene encodes the 68kD subunit. It

has a domain organization reminiscent of spliceosomal proteins.

The gene seems to be down regulated 23 h after infection with Ebola or Marburg respectively.
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Figure 1: IGV Genome Browser screenshot of gene CPSF6.

1



Scale
chr12:

BLAT contigs

Spliced ESTs

DNase Clusters

Txn Factor ChIP

Rhesus
Mouse

Dog
Elephant
Chicken

X_tropicalis
Zebrafish
Lamprey

SINE
LINE
LTR
DNA

Simple
Low Complexity

Satellite
RNA

Other
Unknown

10 kb hg19
69,635,000 69,640,000 69,645,000 69,650,000 69,655,000 69,660,000 69,665,000 69,670,000 69,675,000

hg19_ebola_tophat-HUH-Mock-7h__all

hg19_marburg_tophat-HUH-Mock-7h__all

hg19_ebola_tophat-HUH-Mock-3h__all

hg19_marburg_tophat-HUH-Mock-3h__all

hg19_ebola_tophat-HUH-Mock-23h__all

hg19_marburg_tophat-HUH-Mock-23h__all

hg19_ebola_tophat-HUH-EBOV-7h__all

hg19_marburg_tophat-HUH-MARV-7h__all

hg19_ebola_tophat-HUH-EBOV-3h__all

hg19_marburg_tophat-HUH-MARV-3h__all

hg19_ebola_tophat-HUH-EBOV-23h__all

hg19_marburg_tophat-HUH-MARV-23h__all

BLAT contigs

BLAT supercontigs

BLAT contigs rae

BLAT supercontigs rae

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

RefSeq Genes

SNPs in Publications
Human ESTs That Have Been Spliced

H3K27Ac Mark (Often Found Near Active Regulatory Elements) on 7 cell lines from ENCODE

DNaseI Hypersensitivity Clusters in 125 cell types from ENCODE (V3)

Transcription Factor ChIP-seq (161 factors) from ENCODE with Factorbook Motifs

100 vertebrates Basewise Conservation by PhyloP

Multiz Alignments of 100 Vertebrates

Simple Nucleotide Polymorphisms (dbSNP 141) Found in >= 1% of Samples

Repeating Elements by RepeatMasker

supercontig51164
supercontig51165

supercontig51166

supercontig51167
supercontig51168

supercontig51169

supercontig51170

supercontig51171

supercontig51172
supercontig51173

supercontig51174

contig100882
contig100883
contig272219
contig514974
contig404062
contig404060
contig404061
contig404063
contig404064
contig480458
contig480459
contig365178
contig365180
contig365182

contig42833
contig42828
contig42829
contig42830
contig42831
contig42832
contig42834

contig935279

contig42824

contig909279
contig42825
contig42826

contig534954
contig444058

contig926373
contig511121
contig525153

contig442855
contig442854

contig516518
contig371710
contig558889

contig540762
contig480460

contig250494

contig283991

contig418284
contig571395

contig547035 contig31154

contig319295
contig910230

supercontig51698 supercontig51699

CPSF6
CPSF6

CPSF6
MIR1279

CPSF6
CPSF6

MIR1279

rs11290008
rs2231689

rs2305642
rs190847162

rs11177568

rs73335748
rs11349508
rs79199301

rs1350166
rs57250955

rs77682853

rs117955895

rs77328096

rs317630

rs113097474

rs10878945

rs199697564

rs595348
rs12812438

rs148020737

rs66543960

rs478863
rs478188

rs1026331
rs73335761

rs111532166

rs34173894
rs34391463
rs76282882
rs193121653

rs35705988
rs75737671

rs10878946

rs10878947

rs12815331
rs12304523

rs181908311
rs150146546

rs11177569
rs78589938

rs111521075
rs376874990

rs12368406
rs15859

rs137948049
rs73335770

rs1045104

rs78419067
rs10784773
rs12315811

rs10878948
rs35583275

rs12310259
rs490872

rs607797
rs7133765
rs117191565

rs12310718

rs2305641
rs12831239

rs11177571
rs11177572

rs12819737

rs7309347
rs7309486

rs12821307
rs59880437
rs143200688

rs11837842

rs12296510
rs5798930

rs2231700

rs317649
rs317648

rs7300266

rs74102855

rs317647

rs7969559
rs3214839

rs12425906

rs199575654

rs317646

rs77772554
rs7135092

rs7308481
rs71454220

rs12305999
rs78249537
rs73335776

rs12371246

rs7980936
rs60187399

rs35275504
rs114153565

rs570256

rs10878951

rs12184493
rs191815478

rs73335779
rs11608640

rs144880272
rs11615124

rs1463335
rs73141990

rs10878952
rs201026798

rs575627

rs111955795
rs11613754

rs73335780
rs998022

rs11177575
rs12829094

rs683713
rs138867102

rs34183424
rs57919433

rs547827
rs4761149

rs588882
rs962292
rs1672452
rs12296986

rs73141998
rs604168

rs73142001
rs5798932

rs605116
rs605484

rs616562
rs113685272

rs11177576
rs11177577

rs144931502
rs618470

rs117518068
rs479971

rs145256056
rs55886002

rs2605555

rs73143910
rs34067471

rs502064
rs57909548

rs113274730
rs647007

rs527642
rs10878953

rs71454221
rs10878954

rs650198
rs73335796

rs897038
rs61615221

rs72380495

rs9669130
rs74235781
rs200390104

rs79958434
rs67223264
rs190443886
rs182160623

rs12425831
rs188328181
rs199698070

rs11374494

rs201115727

rs58840225

rs202200249

rs59058827

rs10878955
rs317653

rs114346432
rs79007951
rs114751346

HUH-Mock-7h__all

535 _

1 _

HUH-Mock-7h__all

535 _

1 _

HUH-Mock-3h__all

496 _

1 _

HUH-Mock-3h__all

496 _

1 _

HUH-Mock-23h__all

501 _

1 _

HUH-Mock-23h__all

501 _

1 _

HUH-EBOV-7h__all

652 _

1 _

HUH-MARV-7h__all

829 _

1 _

HUH-EBOV-3h__all

475 _

1 _

HUH-MARV-3h__all

633 _

1 _

HUH-EBOV-23h__all

135 _

1 _

HUH-MARV-23h__all

335 _

1 _

Layered H3K27Ac

100 _

0 _

Figure 2: UCSC Genome Browser screenshot of gene CPSF6.
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