1 CPSF6

The protein encoded by this gene is one subunit of a cleavage factor required for 3’ RNA cleavage and
polyadenylation processing. The interaction of the protein with the RNA is one of the earliest steps in
the assembly of the 3’ end processing complex and facilitates the recruitment of other processing factors.
The cleavage factor complex is composed of four polypeptides. This gene encodes the 68kD subunit. It
has a domain organization reminiscent of spliceosomal proteins.

The gene seems to be down regulated 23 h after infection with Ebola or Marburg respectively.
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Figure 1: IGV Genome Browser screenshot of gene CPSF6.
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Figure 2: UCSC Genome Browser screenshot of gene CPSF6.
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