
1 LRRC8A

Involved in B-cell development. Expression pattern different between treatments and species.
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Figure 1: IGV Genome Browser screenshot of gene LRRC8A.
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Figure 2: Sashimi plot of gene LRRC8A.
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Figure 3: Sashimi plot of gene LRRC8A.
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Figure 4: UCSC Genome Browser screenshot of gene LRRC8A.
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