1 MAPI1LC3B2

Homo sapiens microtubule-associated protein 1 light chain 3 beta 2 (MAP1LC3B2), mRNA.

This gene is upregulated in EBOV 23 h, otherwise not significantly differentially expressed.
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Figure 1: IGV Genome Browser screenshot of gene MAP1LC3B2.
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Figure 2: Sashimi plot of gene MAP1LC3B2.
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Figure 3: UCSC Genome Browser screenshot of gene MAP1LC3B2.
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