
1 MLL

This gene encodes a transcriptional coactivator that plays an essential role in regulating gene expression

during early development and hematopoiesis. Poosible alternative splicing.
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Figure 1: IGV Genome Browser screenshot of gene MLL.

118309464 118338026 118366588 118395150

[0 - 80] HUH7-MARV-23h.tophat.sorted.bam

14

4

3

24

14

9

18

44

37

10

27

28

49

33

12

17

13
5

19

1

38

28

36

23

34

4

33

11

10

25

43

10

21

42

28

23

19

1

15

16

23

1

1

26

[0 - 93] HUH7-MARV-7h.tophat.sorted.bam

3

14

4

3

13

11

23

29

38

37

35

36

34

40

25

2

23

24

15
7
1

24

42

21

20

25

47

5

7

45

19

9

24

68

29

35

33

24

30

25

14

31

35

26

[0 - 86] HUH7-MARV-3h.tophat.sorted.bam

15

3

1

12

9

18

37

32

26

28

2

33

40

29

32

5

23

22

16
6

28

49

35

36

39

50

3

42

13

2

13

26

50

29

29

2

29

14

23

11

1

1

25

26

32

2

26

[0 - 276] HUH7-EBOV-23h.tophat.sorted.bam

8

44

5

2

63

24

1

47

86

90

94

30

63

82

94

68

59

49

58
8

42

102

52

43

62

98

7

3

62

33

25

52

113

1

52

55

1

64

42

76

55

43

50

67

51

[0 - 104] HUH7-EBOV-7h.tophat.sorted.bam

1

2

1

18

5

23

42

2

26

54

65

62

21

39

51

2

79

48

23

40

22
6

22

65

20

37

37

58

10

6

35

2

20

9

39

67

19

32

39

18

33

24

26

17

22

35

[0 - 67] HUH7-EBOV-3h.tophat.sorted.bam

16

3

3

21

14

1

12

34

15

27

17

41

50

39

30

16

25

17

1

34

51

25

16

21

36

37

15

1

13

17

42

21

29

28

14

37

20

26

13

22

27

[0 - 72] HUH7-Mock-23h.tophat.sorted.bam

3

17

3

1

30

13

1

11

30

58

47

8

28

36

46

39

15

24

23
4

31

53

23

25

37

39

5

30

19

19

37

64

13

26

31

17

45

29

11

20

27

17

[0 - 70] HUH7-Mock-7h.tophat.sorted.bam

15

2

1

20

14

1

21

53

1

29

22

25

49

44

41

46

1

26

24

2

20

1

1

27

53

23

25

29

38

3

46

2

19

10

27

48

24

35

25

19

22

13

18

15

21

22

[0 - 69] HUH7-Mock-3h.tophat.sorted.bam

14

5

9

15

1

23

51

32

46

28

27

2

26

35

38

12

22

18

5

33

39

22

16

1

20

46

1

28

17

16

24

55

20

26

31

12

26

14

1

13

13

25

27

Figure 2: Sashimi plot of gene MLL.
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Figure 3: UCSC Genome Browser screenshot of gene MLL.
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