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Figure 1: IGV Genome Browser screenshot of gene SERINC5.

79412031 79456925 79501819 79546714

[0 - 274] HUH7-MARV-23h.tophat.sorted.bam

77

169

2

125

157

156

1

99 81

160
177

112

1

161

3

2

1

9

[0 - 254] HUH7-MARV-7h.tophat.sorted.bam

103

102

3

71

90

170

2

1

124

6

1

94

6

127

111

72

1

5

89

6

[0 - 213] HUH7-MARV-3h.tophat.sorted.bam

107

1

121

2

89

94

155

2

111

9

86

136

133

56

75

8

1

[0 - 143] HUH7-EBOV-23h.tophat.sorted.bam

38

37

3

29

35

34

4

29

1

32

34

46

36

31

[0 - 273] HUH7-EBOV-7h.tophat.sorted.bam

78

1

114

2

78

98

124

1

2

94

103

1

148

143

104

3

136

3

[0 - 195] HUH7-EBOV-3h.tophat.sorted.bam

86

88

66

71

125

103

4

3

9

49

92

78

42

2

1

53

1

[0 - 234] HUH7-Mock-23h.tophat.sorted.bam

56

144

1

106

114

105

63

3

1

74

2

124

137

86

1

140

2

2

2

[0 - 186] HUH7-Mock-7h.tophat.sorted.bam

77

1

135

77

2

86

156

2

97

1

2

77

2

155

109
8

58

51

1

1

[0 - 255] HUH7-Mock-3h.tophat.sorted.bam

1

100

128

91

85

213

2

3

120

1

1

93

140

138

66

72

5

2

Figure 2: Sashimi plot of gene SERINC5.
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Figure 3: UCSC Genome Browser screenshot of gene SERINC5.
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