1 GABARAPL1

Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPLI), mRNA.
This transcript is slightly upregulated in EBOV 23 h, otherwise not changing much in its transcription
profile and amount.
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Figure 1: IGV Genome Browser screenshot of gene GABARAPLI.
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Figure 3: UCSC Genome Browser screenshot of gene GABARAPLI.
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