1 UBRS5

The ubiquitin protein ligase E3 component n-recognin 5 gene is involved in Ubiquitin mediated proteolysis.
It did not show any particular interesting differential expression on the samples analyzed, except for a

slight downregulation in the bat control.
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Figure 1: IGV Genome Browser screenshot of gene UBR5.

ELof
(0-193] 171 ; o5 '_55 sy, - T su\ aﬁ g8 HUH?-Mock-3h.tophat.sorted.bam
v 12,
| ) i )
Y Ngo590 ~—go—" 80126 NadsS—— 1 7—155

f0-19 HUH7-Mock-7h.tophat sorted.bam

1135 2 b

i N Wil Al T

10-238)

55011120620 1) N160-11G8 \g8/ 135 17— 2671 ~——123——1120

15147 164 159 14 it

w-zw!m 8 17 B s ke 37, 37‘52 62 'I G820\ 5 e HYT 1sll|/_ Il RO oprat sresam
OO Y T (] Al o

T 17 66 ote 8811013/3 6203 609760 913456745637 1457116 gz 1049l 05200122 114

HUH7-EBOV-23.tophat sorted.bam

—

10-2111 HUH7-MARV-3h tophat sorted.bam

r e |
G —
1 ARV
(02331 T 1oe>,|73 o 05 7009 5 s — HUH7-MARV-7h.tophat sorted.bam
a1 38 563 [ N 46\%-- rji 355@( Y NS o 2 o L

PR A A Al A

Qe Ll Yo \usd 10815/ 980 6uTis1  89igdeisr 4 AR —
0-100 HUH?-MARV-23h tophat sorted.bam

. \ ,
103271364 103327550 103383737 103439923

Figure 2: Sashimi plot of gene UBRS.
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Figure

3: UCSC Genome Browser screenshot of gene UBRS5.
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