
1 UBR5

The ubiquitin protein ligase E3 component n-recognin 5 gene is involved in Ubiquitin mediated proteolysis.

It did not show any particular interesting differential expression on the samples analyzed, except for a

slight downregulation in the bat control.
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Figure 1: IGV Genome Browser screenshot of gene UBR5.
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Figure 2: Sashimi plot of gene UBR5.
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Figure 3: UCSC Genome Browser screenshot of gene UBR5.
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