
1 EDEM1

Extracts misfolded glycoproteins, but not glycoproteins undergoing productive folding, from the calnexin

cycle.

This gene seems not to be involved in Ebola nor Marburg virus infection.
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Figure 2: Sashimi plot of gene EDEM1.
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Figure 3: UCSC Genome Browser screenshot of gene EDEM1.
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