1 ATF6

This gene encodes a transcription factor that activates target genes for the unfolded protein response
(UPR) during endoplasmic reticulum (ER) stress.
This gene shows no pronounced response to either Ebola nor Marburg virus infection.
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Figure 1: IGV Genome Browser screenshot of gene ATFG6.
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Figure 2: Sashimi plot of gene ATF6.
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Figure 3: UCSC Genome Browser screenshot of gene ATF6.
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