1 OASL

The OASL gene encodes the 2’-5-oligoadenylate synthetase-like enzyme. It interacts with the ligand
binding domain of the thyroid receptor and can bind MBD1. Displays antiviral activity against en-
cephalomyocarditis virus (EMCV) and hepatitis C virus (HCV) via an alternative antiviral pathway
independent of RNase L.

It is not expressed in human or bat under any of the investigated conditions.

chrl2

23 kb

1,456 kb 121,458 kb 121,460 kb 121,462 kb 121,464 kb 121,466 kb 121,468 kb 121,470 kb 121,472 kb 121,474 kb 121,476 kb 121,478 kb 1]
| | | | | | | | | | | | | | | | | | | | | | | |

HUH7-Mock-3h.tophat.sorted.b | 1~ 10!

overage

HUH7-Mock-3h.tophat.sorted.b

HUH7-Mock-7h.tophat.sorted.b
overage

HUH7-Mock-7h.tophat.sorted.b

HUH7-Mock-23h.tophat.sorted.
Coverage

HUH7-Mock-23h.tophat.sorted.

HUH7-EBOV-3h.tophat.sorted.k
overage

HUH7-EBOV-3h.tophat.sorted.k

HUH7-EBOV-7h.tophat.sorted.b
overage

HUH7-EBOV-7h.tophat.sorted.t

S
2

HUH7-EBOV-23h.tophat.sorted.
Coverage

HUH7-EBOV-23h.tophat.sorted,

HUH7-MARV-3h.tophat.sorted.t
overage

HUH7-MARV-3h.tophat.sorted.t

HUH7-MARV-7h.tophat.sorted.t
overage

HUH7-MARV-7h.tophat.sorted.t

HUH7-MARV-23h.tophat.sorted | 1~ 10!

Coverage

HUH7-MARV-23h.tophat.sorted

NM_003733.3

hg19.90i.00052.gff

rae.blast.hg19.9oi.00052 filter¢ B 1 1

Figure 1: IGV Genome Browser screenshot of gene OASL.
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Figure 2: UCSC Genome Browser screenshot of gene OASL.
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