
1 HMOX1

Heme oxygenase, an essential enzyme in heme catabolism, cleaves heme to form biliverdin, which is subse-

quently converted to bilirubin by biliverdin reductase, and carbon monoxide, a putative neurotransmitter.

Heme oxygenase activity is induced by its substrate heme and by various nonheme substances. Heme oxy-

genase occurs as 2 isozymes, an inducible heme oxygenase-1 and a constitutive heme oxygenase-2. HMOX1

and HMOX2 belong to the heme oxygenase family.

For this gene a slight increase in expression for Marburg infected bats after 23 h was found
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Figure 1: IGV Genome Browser screenshot of gene HMOX1.
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Figure 2: Sashimi plot of gene HMOX1.
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Figure 3: UCSC Genome Browser screenshot of gene HMOX1.
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