1 IFNAR2

The protein encoded by this gene is a type I membrane protein that forms one of the two chains of a
receptor for interferons alpha and beta. Binding and activation of the receptor stimulates Janus protein
kinases, which in turn phosphorylate several proteins, including STAT1 and STAT2.

Marburg and Ebola virus infected human cells after 23 h show diverging directions of expression, albeit
below 2 times fold change. In bat this gene is also expressed, but the reads could only be mapped by

segemehl.
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Figure 1: IGV Genome Browser screenshot of gene IFNAR2.
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Figure 2: Sashimi plot of gene IFNAR2.
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Figure 3: UCSC Genome Browser screenshot of gene IFNAR2.
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