1 CD36

The protein encoded by this gene is the fourth major glycoprotein of the platelet surface and serves
as a receptor for thrombospondin in platelets and various cell lines. Since thrombospondins are widely
distributed proteins involved in a variety of adhesive processes, this protein may have important functions
as a cell adhesion molecule. It binds to collagen, thrombospondin, anionic phospholipids and oxidized
LDL. It directly mediates cytoadherence of Plasmodium falciparum parasitized erythrocytes and it binds
long chain fatty acids and may function in the transport and/or as a regulator of fatty acid transport.
Mutations in this gene cause platelet glycoprotein deficiency.
No significant expression in the human cells, no credible blast hits were found.
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Figure 1: IGV Genome Browser screenshot of gene CD36.



Scale 20 kot i hgto
7. | 02250001 02000001 @02350001  0240000| 802450001 G02500001  G0255000| 802600001 . e02050001  0270000| 02750001 602600001 802850001 802000001 802950001  @0300000| 03050001 03100001

1. ebola_segement HUH-Mock 7h_all

[ - - s 1 o
: : : : 19 marburg 'segementHUK Mok 7h_al v o | -
ha15_ebola, opnat UK oo T_a S S L -
gte_matbury ophatHUFMockcT_al T o L -
hg15_ebola_segemeh-HUH-Mock-3h_all : B . b N
hg19_marburg_segementHUH Mok an_al N \
hg19._ebola_tophat-HUH-Mock-3h_all . o . : oo
hg19_marburg_tophat HUH-Mock3h_al : o Vo e
hg1_ebola_segemehi-HUH Mock:23h_all B
hg19_marburg_sogemenHUF-Hock 23 _al H
hg19_ebola_tophat-HUH-Mock-23h_all . M
hg19_marburg_tophat-HU-Aock-23h_al H
hg1s_ebola_segemehHUH-EBOV-7h_al . . . . S
hgt_maiburg_segemehtHUH-MARV-7h_al ) : . ‘A ]
119_ebola_tophat-HUH-EBOV-7h_al . . i [,
hg19_marburg_tophat-HUH-MARV-7h__all . N i
hg1s_ebola_segemehHUH-EBOV-3h_al
hg19_marburg_segemehl-HUH-MARV-3h_all - \ N
hg19_ebola_tophat-HUH-EBOV-3h_all . . . i
hg19_marburg_tophat-HUH-MARV-3h_all 1. L

hg18_ebola_segemehHUH-EBOV-23h_all
hg19_marburg_segemenl-HUH-MARV-23h_al
hg19_ebola_tophat HUH-EBOV-23h_all
hgto_marburg_tophat-HUH-MARV-23h_all
UCSC Genes (RefSeq, GenBank, CCDS, Riam, tRNAs & Comparative Genormics) N

[y
et
o
B3
o3
ey
ponry
&858
RefSeq Genes
coe e
B
D
38
o3
&8
Tl
B
o5
& ODE/GENCODE Version 7
Coe
B3
fois?
o3
e
53
B35k
Joitids
. . 8B36F
ublcations: Sequences { Sclentic Aricles
swes | I 1 I l i eauences fy o | l i i o
B Human mRNAS from Genapk
Human ESTs That Have peen Splc
Soiced at een gpled
Human RNA Editing rom the DAtabase of ANa EDItng
Human RNA Editina e g oo gm0
lass! Hypersargitvty Cluserggn 125 cll tygesfrom
DNase Clusters ] [ [ [ 1 nw ypersergiivty " P9 ool g rom BN L] [ N ] "
T s o e e
Txn Factor ChiP [ - om o 'l oron Fegggr o ) om S\ () h o m = = 1 n
100 vertsbrates Basewe Conservatn by PhyioP -
venebrates conservatlon by PhasiCons
. " o ag | Tooyereba ion by PhasiC N L L
i

Placental Mammal PhyioP
1 B SN 0 10 O U Y21 .1 0K O 0 o g (0 Y TR N T 0 ) S SRR 3 R M0

mew gmmﬁmaﬂﬁmmmm,

L S e
il

X yopesis
sk

‘Common SNPs(ta1) I WET1TR | WTRUMNNN O F0LRE L 0L O IR 10T L0
]

peating Elementy hy RepeatMasker

WO IHHI e STARNRFRAR P[‘”“"’”Wﬂi PR 1R
1

CINE 1

Low Complexit I 1 1 1 [ [ I I n [
e

Gther
Unkriown

Figure 2: UCSC Genome Browser screenshot of gene CD36.
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