
1 CD36

The protein encoded by this gene is the fourth major glycoprotein of the platelet surface and serves
as a receptor for thrombospondin in platelets and various cell lines. Since thrombospondins are widely
distributed proteins involved in a variety of adhesive processes, this protein may have important functions
as a cell adhesion molecule. It binds to collagen, thrombospondin, anionic phospholipids and oxidized
LDL. It directly mediates cytoadherence of Plasmodium falciparum parasitized erythrocytes and it binds
long chain fatty acids and may function in the transport and/or as a regulator of fatty acid transport.
Mutations in this gene cause platelet glycoprotein deficiency.

No significant expression in the human cells, no credible blast hits were found.
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Figure 1: IGV Genome Browser screenshot of gene CD36.

1



Scale
chr7:

SNPs

Human mRNAs

Spliced ESTs

Human RNA Editing

DNase Clusters

Txn Factor ChIP

Rhesus
Mouse

Dog
Elephant
Chicken

X_tropicalis
Zebrafish
Lamprey

Rhesus
Mouse

Dog
Elephant

Opossum
Chicken

X_tropicalis
Zebrafish

Common SNPs(141)

SINE
LINE
LTR
DNA

Simple
Low Complexity

Satellite
RNA

Other
Unknown

20 kb hg19
80,225,000 80,230,000 80,235,000 80,240,000 80,245,000 80,250,000 80,255,000 80,260,000 80,265,000 80,270,000 80,275,000 80,280,000 80,285,000 80,290,000 80,295,000 80,300,000 80,305,000 80,310,000

hg19_ebola_segemehl-HUH-Mock-7h__all

hg19_marburg_segemehl-HUH-Mock-7h__all

hg19_ebola_tophat-HUH-Mock-7h__all

hg19_marburg_tophat-HUH-Mock-7h__all

hg19_ebola_segemehl-HUH-Mock-3h__all

hg19_marburg_segemehl-HUH-Mock-3h__all

hg19_ebola_tophat-HUH-Mock-3h__all

hg19_marburg_tophat-HUH-Mock-3h__all

hg19_ebola_segemehl-HUH-Mock-23h__all

hg19_marburg_segemehl-HUH-Mock-23h__all

hg19_ebola_tophat-HUH-Mock-23h__all

hg19_marburg_tophat-HUH-Mock-23h__all

hg19_ebola_segemehl-HUH-EBOV-7h__all

hg19_marburg_segemehl-HUH-MARV-7h__all

hg19_ebola_tophat-HUH-EBOV-7h__all

hg19_marburg_tophat-HUH-MARV-7h__all

hg19_ebola_segemehl-HUH-EBOV-3h__all

hg19_marburg_segemehl-HUH-MARV-3h__all

hg19_ebola_tophat-HUH-EBOV-3h__all

hg19_marburg_tophat-HUH-MARV-3h__all

hg19_ebola_segemehl-HUH-EBOV-23h__all

hg19_marburg_segemehl-HUH-MARV-23h__all

hg19_ebola_tophat-HUH-EBOV-23h__all

hg19_marburg_tophat-HUH-MARV-23h__all

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

RefSeq Genes

Basic Gene Annotation Set from ENCODE/GENCODE Version 7

Publications: Sequences in Scientific Articles

Human mRNAs from GenBank

Human ESTs That Have Been Spliced

Human RNA Editing from the DAtabase of RNa EDiting

DNaseI Hypersensitivity Clusters in 125 cell types from ENCODE (V3)

Transcription Factor ChIP-seq (161 factors) from ENCODE with Factorbook Motifs

100 vertebrates Basewise Conservation by PhyloP

100 vertebrates conservation by PhastCons

Multiz Alignments of 100 Vertebrates

Placental Mammal Basewise Conservation by PhyloP

Multiz Alignments of 46 Vertebrates

Simple Nucleotide Polymorphisms (dbSNP 141) Found in >= 1% of Samples

Repeating Elements by RepeatMasker

CD36
CD36
CD36

CD36
CD36

CD36
CD36
CD36
CD36

CD36
CD36

CD36
CD36

CD36
CD36
CD36
CD36
CD36

CD36
CD36
CD36

CD36
CD36
CD36

CD36
CD36
CD36
CD36

Figure 2: UCSC Genome Browser screenshot of gene CD36.
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