
1 RAB14

RAB14 belongs to the large RAB family of low molecular mass GTPases that are involved in intracellular

membrane trafficking. These proteins act as molecular switches that flip between an inactive GDP-bound

state and an active GTP-bound state in which they recruit downstream effector proteins onto membranes.

*RAB14 is highly expressed in both human and in the bat homolog. There is a slight down-regulation

in human infected cells after 23 h of Ebola and Marburg infection.*
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Figure 1: IGV Genome Browser screenshot of gene RAB14.
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Figure 2: Sashimi plot of gene RAB14.

1



Scale
chr9:

RefSeq Genes

Sequences
SNPs

Human mRNAs

Spliced ESTs

DNase Clusters

Txn Factor ChIP

Rhesus
Mouse

Dog
Elephant
Chicken

X_tropicalis
Zebrafish
Lamprey

Common SNPs(141)

RepeatMasker

10 kb hg19
123,940,000 123,945,000 123,950,000 123,955,000 123,960,000 123,965,000

hg19_ebola_segemehl-HUH-Mock-3h__all

hg19_ebola_tophat-HUH-Mock-3h__all

hg19_ebola_segemehl-HUH-Mock-7h__all

hg19_ebola_tophat-HUH-Mock-7h__all

hg19_ebola_segemehl-HUH-Mock-23h__all

hg19_ebola_tophat-HUH-Mock-23h__all

hg19_ebola_segemehl-HUH-EBOV-3h__all

hg19_ebola_tophat-HUH-EBOV-3h__all

hg19_ebola_segemehl-HUH-EBOV-7h__all

hg19_ebola_tophat-HUH-EBOV-7h__all

hg19_ebola_segemehl-HUH-EBOV-23h__all

hg19_ebola_tophat-HUH-EBOV-23h__all

hg19_marburg_segemehl-HUH-MARV-3h__all

hg19_marburg_tophat-HUH-MARV-3h__all

hg19_marburg_segemehl-HUH-MARV-7h__all

hg19_marburg_tophat-HUH-MARV-7h__all

hg19_marburg_segemehl-HUH-MARV-23h__all

hg19_marburg_tophat-HUH-MARV-23h__all

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

RefSeq Genes

Publications: Sequences in Scientific Articles

Human mRNAs from GenBank

Human ESTs That Have Been Spliced

H3K27Ac Mark (Often Found Near Active Regulatory Elements) on 7 cell lines from ENCODE

DNaseI Hypersensitivity Clusters in 125 cell types from ENCODE (V3)

Transcription Factor ChIP-seq (161 factors) from ENCODE with Factorbook Motifs

100 vertebrates Basewise Conservation by PhyloP

Multiz Alignments of 100 Vertebrates

Simple Nucleotide Polymorphisms (dbSNP 141) Found in >= 1% of Samples

Repeating Elements by RepeatMasker

BLAT contigs rae

BLAT supercontigs rae

CNTRL
CNTRL
CNTRL

RAB14

GSN

contig665165
contig50111
contig50112

contig393031
contig477202
contig477203
contig364379

contig10817
contig10823
contig10816
contig10818
contig10819

contig619807
contig114774
contig364167
contig401272
contig285174
contig364168
contig401273
contig455783
contig114775

contig560860
contig567681

contig540427
contig10822
contig10814
contig10815

contig568016

contig557826

contig666894
contig340781
contig340782

contig577697
contig600822
contig436542

contig443865

contig552285

contig513825 contig104952
contig286086
contig353247
contig459433

contig637660

contig961043

supercontig42496
supercontig42497

Layered H3K27Ac

100 _

0 _

100 Vert. Cons

4.88 _

-4.5 _

0 -

Figure 3: UCSC Genome Browser screenshot of gene RAB14.
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