
1 ZNF445

May be involved in transcriptional regulation (uniprot).
*The gene is downregulated to half the level 23 h after infection with Ebola virus in human and only

slightly downregulated in bat 23 h after infection.*
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Figure 1: IGV Genome Browser screenshot of gene ZNF445.

44482111 44495661 44509212 44522762

[0 - 132] HUH7-MARV-23h.tophat.sorted.bam
109

79
31

11

50

60

14

4

9

[0 - 200] HUH7-MARV-7h.tophat.sorted.bam1
1

112

109

13

69

75

12

90

16

2

3

2

3

[0 - 207] HUH7-MARV-3h.tophat.sorted.bam
15

127

114

7

74

3

1

1

86

15

104

18

1

15

1

[0 - 112] HUH7-EBOV-23h.tophat.sorted.bam
43

41
15

19

34

5

1

1

1

[0 - 225] HUH7-EBOV-7h.tophat.sorted.bam2

127

103

73

13

4

79

14

128

16

11

[0 - 184] HUH7-EBOV-3h.tophat.sorted.bam
80

1

97
48
2

57

11

76

16

2

11

[0 - 209] HUH7-Mock-23h.tophat.sorted.bam
2

1

118

92

52

8

2
2

63

15

79

24

3

1

10

1

2

4

3

[0 - 184] HUH7-Mock-7h.tophat.sorted.bam95

120

70

2

4

12

60

94

17

1

8

[0 - 236] HUH7-Mock-3h.tophat.sorted.bam
1

2

120

2

128

70

10
1

62

21

81

15

1

6

1

4

3

Figure 2: Sashimi plot of gene ZNF445.
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Figure 3: UCSC Genome Browser screenshot of gene ZNF445.
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