
1 TGFB2

This gene encodes a member of the transforming growth factor beta (TGFB) family of cytokines, which
are multifunctional peptides that regulate proliferation, differentiation, adhesion, migration, and other
functions in many cell types by transducing their signal through combinations of transmembrane type
I and type II receptors (TGFBR1 and TGFBR2) and their downstream effectors, the SMAD proteins.
Disruption of the TGFB/SMAD pathway has been implicated in a variety of human cancers. The encoded
protein is secreted and has suppressive effects of interleukin-2 dependent T-cell growth.

No modulation of gene expression for TGFB2 was observed.
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Figure 3: UCSC Genome Browser screenshot of gene TGFB2.
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