1 IKBKE

IKBKE is a noncanonical I-kappa-B (see MIM 164008) kinase (IKK) that is essential for regulating
antiviral signaling pathways. IKBKE has also been identified as a breast cancer (MIM 114480) oncogene
and is amplified and overexpressed in over 30 % of breast carcinomas and breast cancer cell lines ?.

The gene IKBKE is weakly expressed throughout human and bat datasets.

Figure 1: IGV Genome Browser screenshot of gene IKBKE.
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Figure 2: Sashimi plot of gene IKBKE.
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Figure 3: UCSC Genome Browser screenshot of gene IKBKE.
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