
1 NTRK1

The neurotrophic tyrosine kinase, receptor, type 1 (EC:2.7.10.1) is involved in the MAPK and Neu-
rotrophin signaling pathways, Endocytosis, Apoptosis, Inflammatory mediator regulation of TRP chan-
nels, Pathways in cancer, Transcriptional misregulation in cancer, Thyroid cancer, central carbon metabolism
in cancer.

No expression was observed in the samples analyzed.
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Figure 1: IGV Genome Browser screenshot of gene NTRK1.
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Figure 2: Sashimi plot of gene NTRK1.
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Figure 3: UCSC Genome Browser screenshot of gene NTRK1.
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