
1 IL3

The protein encoded by this gene is a potent growth promoting cytokine. This cytokine is capable of

supporting the proliferation of a broad range of hematopoietic cell types. It is involved in a variety of cell

activities such as cell growth, differentiation and apoptosis. This cytokine has been shown to also possess

neurotrophic activity, and it may be associated with neurologic disorders.

This gene is not expressed at all.
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Figure 1: IGV Genome Browser screenshot of gene IL3.

1



131394220 131397217 131400215 131403213

[0 - 10.00]

[0 - 10.00]

[0 - 10.00]

[0 - 10.00]

[0 - 10.00]

[0 - 10.00]

[0 - 10.00]

[0 - 10.00]

[0 - 10.00]

Figure 2: Sashimi plot of gene IL3.
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Figure 3: UCSC Genome Browser screenshot of gene IL3.
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