1 RPS6KA3

This gene encodes a member of the RSK (ribosomal S6 kinase) family of serine/threonine kinases. This
kinase contains 2 non-identical kinase catalytic domains and phosphorylates various substrates, including
members of the mitogen-activated kinase (MAPK) signalling pathway. The activity of this protein has
been implicated in controlling cell growth and differentiation. Mutations in this gene have been associated
with Coffin-Lowry syndrome (CLS).

*High expression in human but distinct downregulation after 23 h of Ebola virus and Marburg virus
infection whereas expression in bat is constant. Additionally, many alternative splicing can be observed
in the different human probes.*
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Figure 1: IGV Genome Browser screenshot of gene RPS6KAS.
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Figure 2: Sashimi plot of gene RPS6KAS3.
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Figure 3:

UCSC Genome Browser screenshot of gene RPS6KAS3.
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