1 KIT

This gene encodes the human homolog of the proto-oncogene c-kit. C-kit was first identified as the cellular
homolog of the feline sarcoma viral oncogene v-kit. This protein is a type 3 transmembrane receptor for
MGF (mast cell growth factor, also known as stem cell factor). Mutations in this gene are associated with
gastrointestinal stromal tumors, mast cell disease, acute myelogenous lukemia, and piebaldism. Multiple
transcript variants encoding different isoforms have been found for this gene.

*The gene KIT is not expressed in human datasets but moderately expressed in bat datasets. However,
there are no significant changes in expression levels.*
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Figure 1: IGV Genome Browser screenshot of gene KIT.



Scale
scafold_1830: 1
318_

ROBE-J-Mock-3h_uniq

1
202

ROGE-J-Mock-7h_uniq

1
223

ROBE-J-Mock-23h_uni

1
266 _

ROBE-J-EBOV-3h_uni(

1
230

ROBE-J-EBOV-7h_uni(

1
170

ROBE-J-EBOV-23h_un|

1
193

ROBE-J-MARV-8h_unil

ROBE-J-MARV-7h_unil

ROGE-J-MARV-23h_ur|

3

GC Percent

scafold_1830.1 -l

ENSP)

30,0001

Wik WMMMMMM&MM

35,0001 400001 45,0001 50,0001 55,0001 60,0001 65,0001 700001 "™ 25 0001 80,0001
pva_ebola_segormehl-ROGE--Mock-31_ uniq
| T N : T 1 pva_ebola_segemehl-ROBE-J-Mock-7h__uniq 11 1 M7 11171 T
1 T pva_ebola_segemehl-ROBE-J-Mock-23h _unig B TITTTCL T
. L4 (4 - 44 ! 41 N NREE ARR PR o

J-EBOV-3h_¢

pva’ebola_se

pva_ebola_segemehl-ROSE-J-EBOV-7h_uniq

- T T pva_ebola_segemehl-ROBE-J-EBOV-23h _iiniq T
r 11 11 pva, marburg ségemen-ROGE-TARV-GN” Gig
1 1 11T THr T pva_marburg_segemeh-ROGE J-MARV-7h_unia

pva_marburg_segemehi-ROGE-J-MARV-2:

G Percent in 5-Base Windgws.

h_uniq

{ Genscan Gene Predictions

scaffold_1830.2

scaffold 1830,

85,0001 90,0001 95,0001

R

il
Ii |

Tl

L
I

MMMMMMQMMWMMMMMMMWM

E“semb\ Geng?veqmmns Ensemb| 76

Other

Non-Megabat RefSeq Genes

o5 +

I T e

Mouse (0262011, (GRSmASITuAQ)

1
i chrs - 147341k
chis 4 75177KEH chrit

chrs 147354k H o8 - 25572
iy s vazeaon
75950kH chrs - 75943k F——H
chv5—m7596kl chr + 181091k |

+ 25572}
147578k
147334k

e
ohrs + 33734k F————t=1

11+ 4940
chrl = 1810911
chrs - 147576k

Figure 2: UCSC Genome Browser screenshot

of gene KIT.
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