1 RHOA

Regulates a signal transduction pathway linking plasma membrane receptors to the assembly of focal
adhesions and actin stress fibers. Involved in a microtubule-dependent signal that is required for the
myosin contractile ring formation during cell cycle cytokinesis. Plays an essential role in cleavage furrow

formation. Required for the apical junction formation of keratinocyte cell-cell adhesion.

*The gene expression level decreases after 7h and is stable after 23h in both control samples. After
infection the gene expression levels change. Based on Ebola infection the expression level increases after
7h and decreases after 23h in human, in bat the expression level decreases after 7h and increases after

23h. *
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Figure 1: IGV Genome Browser screenshot of gene RHOA.

RN IR NIRRT TN

HUH7-Mock-3h.tophat.sorted.b.

HUH7-Mock-7h.tophat.sorted.b.

HUH7-Mock-23h.tophat.sorted:b:

HUH7-EBOV-3h.tophat.sorted.b

— =
f0-2871) o i1 104 =50 1Z/T

{02549} acdle"

HUH7-EBOV-Zh.tophat.sorted.b:

HUH

EBO)

3h.tophat.sorted.b:

—er— 7

HUH

MAR

3h.tophat.sorted.b:

(0-26=3} TR — ! — —

HUH

MAR

h.tophat.sorted.b:

HUH

3h.tophat.sorted.b:

L
49396503

L L
49411116 49425730

s
49440343

Figure 2: Sashimi plot of gene RHOA.
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Figure 3: UCSC Genome Browser screenshot of gene RHOA.
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