
1 CXCL14

Potent chemoattractant for neutrophils, and weaker for dendritic cells. Not chemotactic for T-cells, B-

cells, monocytes, natural killer cells or granulocytes. No reads matching it.
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Figure 1: IGV Genome Browser screenshot of gene CXCL14.
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Figure 2: Sashimi plot of gene CXCL14.
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Figure 3: UCSC Genome Browser screenshot of gene CXCL14.
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