1 SH3GLB1

This gene encodes a SRC homology 3 domain-containing protein. The encoded protein interacts with
the proapoptotic member of the Bcl-2 family, Bel-2-associated X protein (Bax) and may be involved in
regulating apoptotic signaling pathways. This protein may also be involved in maintaining mitochondrial
morphology. Alternate splicing results in multiple transcript variants.

Expression in all samples.
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Figure 1: IGV Genome Browser screenshot of gene SH3GLB1.
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Figure 2: Sashimi plot of gene SH3GLB1.
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Figure 3: UCSC Genome Browser screenshot of gene SH3GLBI.
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