
1 RAB11FIP1

This gene encodes one of the Rab11-family interacting proteins (Rab11-FIPs), which play a role in the Rab-
11 mediated recycling of vesicles. The encoded protein may be involved in endocytic sorting, trafficking of
proteins including integrin subunits and epidermal growth factor receptor (EGFR), and transport between
the recycling endosome and the trans-Golgi network. Alternative splicing results in multiple transcript
variants.

The gene is downregulated in human Ebola infected cells after 23 h. No homolog in bat was found.
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Figure 1: IGV Genome Browser screenshot of gene RAB11FIP1.

1



37715832 37729596 37743360 37757124

[0 - 291] HUH7-MARV-23h.tophat.sorted.bam

2

3

103

73

18

2

42

151

79

1

[0 - 293] HUH7-MARV-7h.tophat.sorted.bam

2

2

85

82

16

37

131

75

[0 - 251] HUH7-MARV-3h.tophat.sorted.bam

6

110

82

16

2

47

127

89

1

[0 - 211] HUH7-EBOV-23h.tophat.sorted.bam

1

43

45

9

1

2

15

2

81

47

1

2

[0 - 309] HUH7-EBOV-7h.tophat.sorted.bam

1

112

102

21

1

40

148

98

[0 - 234] HUH7-EBOV-3h.tophat.sorted.bam

5

94

73

9

28

133

55

[0 - 257] HUH7-Mock-23h.tophat.sorted.bam

1

87

62

15

20

2

113

75

[0 - 171] HUH7-Mock-7h.tophat.sorted.bam

1

85

58

13

32

2

84

53

[0 - 248] HUH7-Mock-3h.tophat.sorted.bam

6

101

20

83

38

146

86

Figure 2: Sashimi plot of gene RAB11FIP1.

Scale
chr8:

RefSeq Genes

Sequences
SNPs

Human mRNAs

Spliced ESTs

DNase Clusters

Txn Factor ChIP

Rhesus
Mouse

Dog
Elephant
Chicken

X_tropicalis
Zebrafish
Lamprey

Common SNPs(141)

RepeatMasker

10 kb hg19
37,720,000 37,725,000 37,730,000 37,735,000 37,740,000 37,745,000 37,750,000 37,755,000

hg19_ebola_segemehl-HUH-Mock-3h__all

hg19_ebola_tophat-HUH-Mock-3h__all

hg19_ebola_segemehl-HUH-Mock-7h__all

hg19_ebola_tophat-HUH-Mock-7h__all

hg19_ebola_segemehl-HUH-Mock-23h__all

hg19_ebola_tophat-HUH-Mock-23h__all

hg19_ebola_segemehl-HUH-EBOV-3h__all

hg19_ebola_tophat-HUH-EBOV-3h__all

hg19_ebola_segemehl-HUH-EBOV-7h__all

hg19_ebola_tophat-HUH-EBOV-7h__all

hg19_ebola_segemehl-HUH-EBOV-23h__all

hg19_ebola_tophat-HUH-EBOV-23h__all

hg19_marburg_segemehl-HUH-MARV-3h__all

hg19_marburg_tophat-HUH-MARV-3h__all

hg19_marburg_segemehl-HUH-MARV-7h__all

hg19_marburg_tophat-HUH-MARV-7h__all

hg19_marburg_segemehl-HUH-MARV-23h__all

hg19_marburg_tophat-HUH-MARV-23h__all

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

RefSeq Genes

Publications: Sequences in Scientific Articles

Human mRNAs from GenBank

Human ESTs That Have Been Spliced

H3K27Ac Mark (Often Found Near Active Regulatory Elements) on 7 cell lines from ENCODE

DNaseI Hypersensitivity Clusters in 125 cell types from ENCODE (V3)

Transcription Factor ChIP-seq (161 factors) from ENCODE with Factorbook Motifs

100 vertebrates Basewise Conservation by PhyloP

Multiz Alignments of 100 Vertebrates

Simple Nucleotide Polymorphisms (dbSNP 141) Found in >= 1% of Samples

Repeating Elements by RepeatMasker

BLAT contigs rae

BLAT supercontigs rae

RAB11FIP1
RAB11FIP1
RAB11FIP1

RAB11FIP1
RAB11FIP1

contig304516 contig777827
contig312408

contig134877

contig374021

supercontig37393
supercontig37394

supercontig37395

supercontig37396

supercontig37397

Layered H3K27Ac

100 _

0 _

100 Vert. Cons

4.88 _

-4.5 _

0 -

Figure 3: UCSC Genome Browser screenshot of gene RAB11FIP1.
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