
1 PDK1

Pyruvate dehydrogenase (PDH) is a mitochondrial multienzyme complex that catalyzes the oxidative de-
carboxylation of pyruvate and is one of the major enzymes responsible for the regulation of homeostasis of
carbohydrate fuels in mammals. The enzymatic activity is regulated by a phosphorylation/dephosphorylation
cycle. Phosphorylation of PDH by a specific pyruvate dehydrogenase kinase (PDK) results in inactivation.
Multiple alternatively spliced transcript variants have been found for this gene.

The gene is similarly expressed in all conditions. The homolog in bat seems not to have many splice
variants.
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Figure 1: IGV Genome Browser screenshot of gene PDK1.
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Figure 2: Sashimi plot of gene PDK1.

1



Scale
chr2:

RefSeq Genes

Sequences
SNPs

Human mRNAs

Spliced ESTs

DNase Clusters

Txn Factor ChIP

Rhesus
Mouse

Dog
Elephant
Chicken

X_tropicalis
Zebrafish
Lamprey

Common SNPs(141)

RepeatMasker

20 kb hg19
173,425,000 173,430,000 173,435,000 173,440,000 173,445,000 173,450,000 173,455,000 173,460,000 173,465,000 173,470,000 173,475,000 173,480,000 173,485,000 173,490,000

hg19_ebola_segemehl-HUH-Mock-3h__all

hg19_ebola_tophat-HUH-Mock-3h__all

hg19_ebola_segemehl-HUH-Mock-7h__all

hg19_ebola_tophat-HUH-Mock-7h__all

hg19_ebola_segemehl-HUH-Mock-23h__all

hg19_ebola_tophat-HUH-Mock-23h__all

hg19_ebola_segemehl-HUH-EBOV-3h__all

hg19_ebola_tophat-HUH-EBOV-3h__all

hg19_ebola_segemehl-HUH-EBOV-7h__all

hg19_ebola_tophat-HUH-EBOV-7h__all

hg19_ebola_segemehl-HUH-EBOV-23h__all

hg19_ebola_tophat-HUH-EBOV-23h__all

hg19_marburg_segemehl-HUH-MARV-3h__all

hg19_marburg_tophat-HUH-MARV-3h__all

hg19_marburg_segemehl-HUH-MARV-7h__all

hg19_marburg_tophat-HUH-MARV-7h__all

hg19_marburg_segemehl-HUH-MARV-23h__all

hg19_marburg_tophat-HUH-MARV-23h__all

UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

RefSeq Genes

Publications: Sequences in Scientific Articles

Human mRNAs from GenBank

Human ESTs That Have Been Spliced

H3K27Ac Mark (Often Found Near Active Regulatory Elements) on 7 cell lines from ENCODE

DNaseI Hypersensitivity Clusters in 125 cell types from ENCODE (V3)

Transcription Factor ChIP-seq (161 factors) from ENCODE with Factorbook Motifs

100 vertebrates Basewise Conservation by PhyloP

Multiz Alignments of 100 Vertebrates

Simple Nucleotide Polymorphisms (dbSNP 141) Found in >= 1% of Samples

Repeating Elements by RepeatMasker

BLAT contigs rae

BLAT supercontigs rae

PDK1
PDK1

PDK1
PDK1
PDK1

contig15394
contig15389

contig921912
contig518848

contig283950
contig15388

contig558976
contig353644
contig15387
contig455539
contig630066

contig303064

contig20537

contig20548
contig280746

contig335343

contig542193 contig693905
contig534397

contig253430
contig340267
contig398614
contig398615
contig419327
contig239502

supercontig11408 supercontig11409

Layered H3K27Ac

100 _

0 _

100 Vert. Cons

4.88 _

-4.5 _

0 -

Figure 3: UCSC Genome Browser screenshot of gene PDK1.
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