
1 EIF3B

Homo sapiens eukaryotic translation initiation factor 3, subunit B (EIF3B), transcript variant 2, mRNA
The gene is equally strong expressed in all human samples. There is a good homolog hit in the bat

transcriptome with slightly downregulation in the Ebola 7 h sample.
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Figure 1: UCSC Genome Browser screenshot of gene EIF3B.
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