1 CHMP6

This gene encodes a member of the chromatin-modifying protein/charged multivesicular body protein
family. Proteins in this family are part of the ESCRT-III (endosomal sorting complex required for trans-
port IIT) which degrades surface receptors, and in biosynthesis of endosomes. Gene is lowly expressed
in human. It is transiently upregulated in MARV and wt 7h, and stably expressed in EBOV. The bat
homolog is upregulated in MARV.

chr17

22 kb

78,964 kb 78,966 kb 78,968 kb 78,970 kb 78,972 kb 78,974 kb 78,976 kb 78,978 kb 78,980 kb 78,982 kb 78,984 kb 78,
| | | | | | | | | | | | | | | | | | | | | | |

HUH7-Mock-3h.tophat.sorted.bam
overage

HUH7-Mock-3h.tophat.sorted.bam

HUH7-Mock-7h.tophat.sorted.bam
overage

HUH7-Mock-7h.tophat.sorted.bam 111

HUH?7-Mock-23h.tophat.sorted.ban
Coverage

HUH7-Mock-23h.tophat.sorted.ban 1

HUH7-EBOV-3h.tophat.sorted.bam
overage

HUH7-EBOV-3h.tophat.sorted.bam

HUH7-EBOV-7h.tophat.sorted.bam
overage

HUH7-EBOV-7h.tophat.sorted.bam

HUH7-EBOV-23h.tophat.sorted.bai
Coverage

HUH7-EBOV-23h.tophat.sorted.bal I 1

HUH7-MARV-3h.tophat.sorted.bam
overage

HUH7-MARV-3h.tophat.sorted.bar I

HUH7-MARV-7h.tophat.sorted.bam
overage

HUH7-MARV-7h.tophat.sorted.bam 1

HUH7-MARV-23h.tophat.sorted.ba
Coverage

HUH7-MARV-23h.tophat.sorted.ba 1 1 | I 1

hg19.90i.01287.gff
ENST00000572525 ENSG00000176108 ENST00000321930

[ I I EEEE e
hsa.blast.hg19.goi.01287 fitered.g n

s L3 s L .

Figure 1: IGV Genome Browser screenshot of gene CHMP6.
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Figure 2: Sashimi plot of gene CHMP6.
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Figure 3: UCSC Genome Browser screenshot of gene CHMP6.
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