
1 ARF5

The protein encoded by this gene is a peripheral membrane protein. It is sensitive to brefeldin A. This

encoded protein contains a GRIP domain which is thought to be used in targeting. It may play a role in

the organization of trans-Golgi network subcompartment involved with membrane transport. Expression

in all samples.
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Figure 1: IGV Genome Browser screenshot of gene ARF5.

127220133 127231909 127243685 127255461

[0 - 140] HUH7-MARV-23h.tophat.sorted.bam

48

99

83

106

82

37

[0 - 197] HUH7-MARV-7h.tophat.sorted.bam

1

53

155

97

95

100

41

[0 - 166] HUH7-MARV-3h.tophat.sorted.bam

42

133

139

98

100

55

[0 - 195] HUH7-EBOV-23h.tophat.sorted.bam

65

54

86

1

36

43

1

22

[0 - 206] HUH7-EBOV-7h.tophat.sorted.bam

34

159

157

117

86

1

30

[0 - 151] HUH7-EBOV-3h.tophat.sorted.bam

37

117

106

93

111

48

[0 - 149] HUH7-Mock-23h.tophat.sorted.bam

1

36

97

113

95

85

38

[0 - 150] HUH7-Mock-7h.tophat.sorted.bam

25

111

108

90

93

2

53

[0 - 122] HUH7-Mock-3h.tophat.sorted.bam

28

79

98

86

73

41

Figure 2: Sashimi plot of gene ARF5.
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Figure 3: UCSC Genome Browser screenshot of gene ARF5.
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