1 DDIT4

Homo sapiens DNA-damage-inducible transcript 4. The human transcript is upregulated in later time
points in mock infected and Marburg virus infected data but not in Ebola.
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Figure 1: IGV Genome Browser screenshot of gene DDIT4.
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Figure 2: Sashimi plot of gene DDIT4.



6. 740315001 740520001 740025001 74083000 | 740335001 740940001 740345001 74035 000 740355001 T4 000 1 74,096,500 1 740870001 740875001
hg19_ebola_segemehl-HUH-Mock-3h__all
"hg19_ebola_tophat-HUH-Mock-3h__all
igTo_eboin seqomentmOr Mgk Th el
hg19_ebola_tophat-HUH-Mock-7h__all
hg19_ebola segemen HOH Mock 2an il
79 cbola. tophal HUM Mock 23 - all
hg19_ebola_segemehl-HUH-EBOV-3h__all
g9 ebola tophat-HUH-EBOV.8h _ al
ho19 o seoemeR AU EBOV.T
hg19_ebola_tophat-HUH-EBOV-7h_all
hg19_ebola segement UM EBOV-23h  all
ha19_ebo tognat HUM EBOV 29 2T
hg19_marburg_segemehl-HUH-MARV-3h__all
19, marbr. Topa O AR G
ha19_marbire SogeraRFOF ARV T al
hg19_marburg_tophat-HUH-MARV-7h__all
hg19_martirg segemerHIUR VARV 23n
g8 marburg.Tophat HOT-MARY-23n ol

7

!

P

}

F

T

|

STTITTTIINNY!

Fr

Iobrie C. efSeq, Gen! NAS & Comparaiive Genomics
B JA700174% | JA7001578 JA700

JA7001658
JA7001 IA700161 =

[F

RefSea Genes

Seauences
SNPs

Human mANAS
Soliced ESTs

Layered H3K27Ac

74,038,000 |

Rttt alhateg 0o " i —
DNaso Clusters,

Txn Fator ChiP. — .
488

by PhyloP

100 vertebrajeq Bazowiaa Ganseryation
100 Vert. Gons u—W‘"“*‘Wﬂ"«*’r‘v‘“ﬂMWJAMHWW-W«MMMMWWMM‘MMWJW@MMMTWLL“wawmﬂw .

B ——
e

Elephan b

A

Ciicken
X_yroplcal
“Zebrafish
Lamo imple Nucleofide P hisms (dbSNP 141) Fopnd in >= 1% of Sampl
imple Nucleofide Pajymorphisms opnd in >= 196 of Samples
Common SNPs(141) | 11 111 111 1 1 | 1§ f Rfy "" e Aocbamiatal | [ il 1 | 1
epeating Elements by RepeatMasker
RepeatMasker — ] T " T - s . -
BLAT contigs rae
contia821527 biht
supercontigs ras
supercontigé4730 P

Figure 3: UCSC Genome Browser screenshot of gene DDIT4.
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