1 DDIT4L

DNA-damage-inducible transcript 4-like inhibits cell growth by regulating the TOR signaling pathway up-
stream of the TSC1-TSC2 complex and downstream of AKT1. Negative regulation of signal transduction.
Very low expression in the samples analyzed.
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Figure 1: IGV Genome Browser screenshot of gene DDIT4L.
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Figure 3: UCSC Genome Browser screenshot of gene DDIT4L.
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