
1 PARD6G

The gene PARD6G is weakly expressed in humand and moderatly expressed in bat datasets without
significant changes in expression profiles. PARD6G (par-6 family cell polarity regulator gamma) is a
protein-coding gene. An important paralog of this gene is PARD6B.
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Figure 1: IGV Genome Browser screenshot of gene PARD6G.
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Figure 2: UCSC Genome Browser screenshot of gene PARD6G.
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